ring by substituents.
The geometry of the molecule of (I) is illustrated in Fig. 1 et al., 1987] . The elongation of the latter is a result of the presence of the morpholine residue at C4. The last two observations are consistent with that reported for 2-methyl-4-morpholino-1-phenyl-3,6-pyridazinedione (Katrusiak et al., 2002) .
The C3-N1 and C6-N1 distances are similar [1.3700 (18) and 1.3686 (17) Å, respectively] and are somewhat larger than a normal C-N tertiary amide distance [1.346 (5) Å; Allen et al., 1987] . The sums of valency angles around N1 and N2 atoms are 356.5 and 357.4°. Atom C7 of the methyl group has a mutual orientation of synperiplanar and synclinal with respect to the atom C8 of the benzene ring [torsion angle C7-N1-N2-C8 = -37.79 (18)°].
The molecules in the crystal structure of (I) are linked via non-classical C-H···O hydrogen bonds (Table 1) , forming a two-dimensional hydrogen-bond network parallel to the (101) plane (Figs. 2 and 3).
Experimental
Compound (I) was synthesized according to a literature procedure of Bałoniak & Melzer (1979) . Crystals suitable for singlecrystal X-ray diffraction analysis were grown from ethanol by slow evaporation.
Refinement
All H atoms were placed in geometrically calculated positions and were refined with a riding model with C-H = 0.93-0.97 Å and with U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H. The methyl groups were refined as rigid groups, allowed to supplementary materials sup-2 rotate. The crystal polarity of (I) was established by refinement of the Flack (1983) parameter. The relatively large s.u. of the Flack parameter is due to the small contribution of atoms with measurable anomalous dispersion effects.
Figures Fig. 1 . The molecular structure of (I), showing the atomic labelling scheme. Non-H atoms are drawn as 30% probability displacement ellipsoids. Refinement. Refinement of F 2 against all reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq N1 0.4950 (2) 0.30562 (12) Atomic displacement parameters (Å 2 )
0.0510 (7) 0.0290 (6) 0.0389 (6) 0.0038 (5) 0.0206 (5) 0.0022 (5) N2 0.0453 (7) 0.0291 (5) 0.0311 (5) −0.0018 (5) 0.0176 (5) 0.0000 (4) C3 0.0425 (7) 0.0313 (6) 0.0260 (5) −0.0011 (5) 0.0122 (5) −0.0013 (5) C4 0.0367 (7) 0.0308 (6) 0.0236 (5) −0.0012 (5) 0.0083 (5) −0.0018 (4) C5 0.0458 (8) 0.0327 (7) 0.0332 (6) −0.0023 (6) 0.0181 (5) 0.0008 (5) C6 0.0489 (8) 0.0287 (7) 0.0362 (7) −0.0036 (6) 0.0157 (6) −0.0004 (5) C7 0.0578 (10) 0.0419 (8) 0.0617 (9) 0.0102 (7) 0.0289 (8) 0.0014 (7) (7) 0.0415 (7) −0.0048 (6) 0.0173 (6) −0.0072 (6) O19 0.0602 (7) 0.0384 (6) 0.0397 (5) −0.0032 (5) 0.0237 (5) −0.0100 (4) C20 0.0514 (8) 0.0364 (7) 0.0389 (7) −0.0003 (6) 0.0234 (6) −0.0009 (6) C21 0.0373 (7) 0.0382 (7) 0.0435 (7) 0.0015 (6) 
